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ELF2 

NERF  = New ETS related 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2 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TACCGGAAGTCG 

From Oefgen et al., 1996, characterizaYon of NERF… 

ATXN2 
TACCTCGAGTCG MutR1 



Expression based on informaYon in the Human Protein Atlas 
www.proteinatlas.org/ 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