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Comparison of RNA expression pa>erns in 
some well known pathways 

(Q127 vs WT) 

Key: A significant difference in expression is 
represented by a circle.  Red signifies lower expression 
rela've to WT, green signifies higher expression.  Open 
circles represent 4 week‐old comparisons, filled circles 
represent 8 week‐old comparisons. 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Q127 effects on Ca++ signaling pathway at 4 weeks 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Q127 effects on Ca++ signaling pathway at 8 weeks 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From Climbing Fibers & Parallel fibers  Genes down‐regulated: 
CFs – Grik1, Col18a1 
PFs – Trpc3, Cav3.1, 

 Grid2ip 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Acta Physiol (Oxf). 2008 Oct 28. [Epub ahead of 
print] 
Mechanisms of metabotropic glutamate 
receptor‐mediated synapDc signaling in 
cerebellar Purkinje cells. 
Hartmann J, Konnerth A. 



Cav3.1 slow 
type are 
thought to 
set 
pacemaker 
rhythm. 
Parallel fiber 
s'mula'on 
ac'vates 
mGluR1‐
poten'ated 
T‐type Ca++ 
transients 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•  Regulator of G‐protein signaling 8 is a protein that in humans is encoded by the RGS8 gene.
[1][2] 

•  This gene is a member of the regulator of G protein signaling (RGS) family and encodes a 
protein with a single RGS domain. Regulator of G protein signaling (RGS) proteins are 
regulatory and structural components of G protein‐coupled receptor complexes. They 
accelerate transit through the cycle of GTP binding and hydrolysis to GDP, thereby 
termina'ng signal transduc'on, but paradoxically, also accelerate receptor‐s'mulated 
ac'va'on.[2] 

•  Regulator of G protein signaling (RGS) family members are regulatory molecules that act as 
GTPase ac'va'ng proteins (GAPs) for G alpha subunits of heterotrimeric G proteins. RGS 
proteins are able to deac'vate G protein subunits of the Gi alpha, Go alpha and Gq alpha 
subtypes. They drive G proteins into their inac've GDP‐bound forms. Regulator of G protein 
signaling 4 belongs to this family. All RGS proteins share a conserved 120‐amino acid 
sequence termed the RGS domain. Regulator of G protein signaling 4 protein is 37% iden'cal 
to RGS1 and 97% iden'cal to rat Rgs4. This protein nega'vely regulates signaling upstream or 
at the level of the heterotrimeric G protein and is localized in the cytoplasm.[1] 





Figure 2. Effector pathways ac'vated by Gi/o signaling. Signals from a wide array of hormones,neurotransmi>ers, 
and chemokines are transduced into intracellular responses by Gi/o‐coupled receptors. Depicted are pathways that are 
s'mulated by Gα and Gβγ and lead to changes in gene expression and cytoskeletal reorganiza'on. See text for further 
details. GIRK, G‐protein‐coupled inward rec'fying potassium channels. 


